Supplementary materials
Supplementary Table 1 samples (green), distinct heteroduplex bands (asterisk) are shown on top of the homoduplex bands (Top). After denaturation and re-annealed with wt alleles, the hybridized PCR products are visualized on the second PAGE gel (Bottom). The gsdf -/-samples (red) are distinguished from the wt sample (blue). c, gsdf cDNA and protein sequence. Shown are the cDNA from the disrupted mutant (mt) gsdf allele (top), highlighting the 4-nt insertion (blue), authentic start and stop codons (underlined) and a new stop codon (bold) from the frame-shift mutation. The predicted mt protein is compared with the wt counterpart at the bottom, with the signal peptide in bold, and irrelevant amino acids from the truncated translation shown in blue. 
